Codon Preference in 60S Ribosomal protein L6 in Triticum
Aestivum

AmAcid Codon Number /1000 Fraction
Ala GCG 3.00 13.64 0.14
Ala GCA 2.00 9.09 0.10
Ala GCT 6.00 27.27 0.29
Ala GCC 10.00 45.45 0.48
Cys TGT 0.00 0.00 0.00
Cys TGC 0.00 0.00 0.00
Asp GAT 7.00 31.82 0.50
Asp GAC 7.00 31.82 0.50
Glu GAG 9.00 40.91 1.00
Glu GAA 0.00 0.00 0.00
Phe TTT 3.00 13.64 0.33
Phe TTC 6.00 27.27 0.67
Gly GGG 2.00 9.09 0.15
Gly GGA 2.00 9.09 0.15
Gly GGT 1.00 4,55 0.08
Gly GGC 8.00 36.36 0.62
His CAT 2.00 9.09 0.40
His CAC 3.00 13.64 0.60
Ile ATA 1.00 4,55 0.08
Ile ATT 2.00 9.09 0.15
Tle ATC 10.00 45.45 0.77
LysS AAG 28.00 127.27 0.97
LysS AAA 1.00 4,55 0.03
Leu TTG 3.00 13.64 0.17

Leu TTA 0.00 0.00 0.00
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